some. Then, a neighboring stretch of DNA associates Chromatin remodeling complexes have been generwith the histone octamer (to reestablish the previously ally studied as factors that promote gene activation (recently reviewed by Travers, 1999; Varga-Weisz and Becker, 1999). In this minireview, we will first provide a brief overview of chromatin remodeling. Then, we will turn toward the dark (i.e., repressive) side of these chromatin remodeling factors and describe recent studies indicating that ATP-driven chromatin remodeling factors facilitate not only transcriptional activation, but also repression. Lastly, we will compare the processes of chromatin remodeling and nucleosome assembly. Notably, these two related processes are both essential for the proper regulation of gene expression.
via the recruitment of a chromatin remodeling factor by Activator #1.
contacts is broken at any given time, as histone-DNA contacts are being formed at the same time that they are being disrupted. Moreover, the trans-displacement of an octamer from one DNA molecule to another could also occur by a similar mechanism, wherein histone-DNA contacts are broken with one DNA molecule and then re-formed with a different DNA molecule. In addition to catalyzing nucleosome mobility, chromatin remodeling factors can enhance the access of DNA-binding factors and nucleases to DNA packaged into chromatin. These activities are also consistent with the ability of remodeling factors to disrupt histone-DNA interactions in the nucleosome. Who Recruits Whom? Some nucleosome remodeling factors, such as SWI/ "Nucleosome disruption activity" refers to the ability of the factor to increase the accessibility of a nuclease to nucleosomal DNA. "Nucleosome spacing activity" refers to the ability of the factor to form a regularly spaced nucleosome array from randomly distributed nucleosomes. "Nucleosome remodeling activity" refers to the ability of the factor to alter the structure and/or position of a nucleosome. 
Conclusions and Prospects
In summary, chromatin remodeling complexes facilitate nucleosome assembly and mobilization by their ability to break and to reestablish histone-DNA contacts. In the future, it will be particularly interesting to elucidate the specific functions of each of these remodeling factors, which will participate in nucleosome assembly and/ or mobilization during transcriptional activation or repression, DNA repair, DNA replication, recombination, or any other nuclear event that occurs in the context of nucleosomes. Even the dark side of chromatin remodeling appears to have a bright future.
